
Honey Bee 
Viral Sequence Tutorial 

w/ Chromatograms

https://dnasubway.cyverse.org/





CLICK



Download sequences
grownextgen.org/go/honeybee



1. Click ‘Viral’

2. Click ‘Upload’

3. Click ‘Choose 
Files’

4. Select Raw 
Sequence File

5. Name Project

6. Click 
‘Continue’
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Stop #1 Assemble Sequences



1. Click ‘Sequence Viewer’



CLICK to see Raw Sequence Reads/Trace files/Chromatograms



Scroll across the entire chromatogram or sequence

Nucleotide Sequence
(from chromatogram)

Chromatogram



Close window for more analyses!

Chromatogram



1. Click ‘Sequence Trimmer’ to Run Trimmer Tool (blinks)
2. Click ‘Sequence Trimmer’ again to view trimmed sequences



Chromatograms and sequences have been trimmed, 
removing the poor resolution on the ends of each 
sequence



Click ‘Pair Builder’



Option 1 – click ‘Auto Pair’

Option 2 – manual pairing by clicking to change F to R according to sequence name

Sequence Name



Click ‘Save’

Matched 
Sequences



Click ‘Consensus Builder’

The R will turn to a flashing R (running) for 1-2 seconds while program is running.
Click again to open once V shows.



Scroll to see entire sequence – Forward (F) & Reverse (R) sequence 
are aligned to produce the single consensus sequence. Notice how 
the F and R sequences overlap in the middle.

Click to see other consensus



Stop #2 Add Sequences



Click ‘BLASTN’  (Basic Local Alignment Tool – for Nucleotides) to run 
algorithm



Click ‘BLAST’



BLAST Results!

Our submitted 
sequence was identical 
(Zero mismatches in 
alignment)



1. Select both Accessions

2. Click to add the two ‘hits’



Stop #3 Analyze Sequences



Click ‘Select Data’



1. Click ‘Select all’ 2. Click ‘Save 
Selections’



Click ‘MUSCLE’ (Multiple Sequence Comparison by Log-Expectation)
to run algorithm, then click again to view.



MUSCLE Results Window



Zoom in to see nucleotide differences



If a sequence has a different nucleotide at a position, it is 
displayed inline with sequences (see in red boxes).

In this view deformed wing [virus] has more differences than 
Varroa destructor [virus] and Colony Unknowns .



Click for similarity matrix



Table shows the pairwise comparisons between the different sequences in the alignment.
The top diagonal and bottom diagonal give the same pairwise results (mirrored). 

2. Colony-299 sequence is only 86.5% similar to NC_004830.2 Deformed Wing [Virus] 
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